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Abstract: Increased knowledge regarding the implications of gut microbiota in irritable bowel syndrome (IBS) suggests that a disturbed
intestinal microenvironment (dysbiosis) might promote the development and maintenance of IBS symptoms and affects several pathways
in the pathology of this multifactorial disease. Accordingly, manipulation of the gut microbiota in order to improve IBS symptoms has
evolved as a novel treatment strategy in the last decade. Several different approaches have been investigated in order to improve the gut
microbiota composition. Dietary modifications including supplementation with fibers, prebiotics, and probiotics are shown to improve
symptoms and composition of gut microbiota in IBS; however, the exact probiotic mixture beneficial for each individual remains to be
identified. The use of antibiotics still needs confirmation, although promising results have been reported with use of rifaximin. Fecal
microbiota transplantation (FMT) has recently gained a lot of attention, and several placebo-controlled trials investigating FMT obtain
promising results regarding symptom reduction and gut microbiota manipulation in IBS. However, more data regarding long-term

effects are needed before FMT can be integrated as a customized treatment for IBS in the clinical routine.
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1. Introduction
Irritable bowel syndrome (IBS) is a common functional
gastrointestinal disorder (FGID), affecting between 10%
and 20% of the population globally [1]. The condition is
characterized by a combination of symptoms including
abdominal pain, bloating, distention, flatulence, and
disturbed bowel habits seen as constipation (IBS-C),
diarrhea (IBS-D), or a combination of both (IBS-
mixed) [2]. Currently, the Rome IV Diagnostic Criteria,
providing symptom-based criteria for diagnosis, is
applied for the diagnosis of IBS and its subtypes [2].
Besides the gastrointestinal (GI) symptoms, most patients
suffering from IBS also experience a broad spectrum of
extraintestinal symptoms, such as fatigue, fibromyalgia,
poor social functioning, and reduced emotional well-
being. Thus, although not being a fatal and organic disease,
IBS is shown to have severe impact on quality of life [3,4].
The etiology of IBS is not fully understood, but it is
evident that the condition involves a dysfunction in the
gut microbiota, seen as a dysbiosis leading to altered
composition and diversity of the microbes in the gut
[5]. The increased risk of developing IBS that has been
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observed after an infectious enteritis and/or excessive use
of antibiotics supports the assumption of a dysbiotic gutasa
contributor to the onset of IBS symptoms [6,7]. In addition
to altered gut microbiota, alterations in one or more of the
control systems that contributes to the regulation of bowel
function, including the central nervous system, the enteric
nervous system, the enteroendocrine system, and the
enteric immune system is presumed to be involved in the
generation of IBS [8,9]. Suggested mechanisms includes
alterations in the gut-brain axis, low-grade inflammation,
visceral hypersensitivity, abnormalities in the GI endocrine
cells, changes in the GI motility, postinfectious changes,
bacterial overgrowth, malabsorption of carbohydrates,
abnormalities in serotonin metabolism, gene interactions,
and alterations in the gut microbiota composition
[3,5,6,10,11]. An overview of suggested mechanisms
and factors involved in the pathophysiology of IBS is
summarized in Figure 1.

As the gut microbiota composition and activity is
decisive for several pathways suggested to be involved in
IBS, different therapeutic approaches aim to target and
manipulate a potentially dysbiotic gut. The current review
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is an attempt to summarize the most recent developments
in treatment options targeting the gut microbiota and point
out future perspectives for novel treatment approaches in
IBS related to disturbed gut microbiota.

2. Microbiota and IBS

2.1. The human gut microbiota

The human gut is inhabited by huge amounts of
microorganisms important for maintaining GI
homeostasis, including bacteria, virus, fungi, archae, and
eukaryotes. More than 2000 different bacterial species have
been identified in the human gut, of whom the majority
belongs to the four main phyla Bacteroidetes, Firmicutes,
Actinobacteria, and Proteobacteri [12]. While the gut
microbiota is the present community of microorganisms,
the gut microbiome refers to the entire set of genomic
elements decisive for the microbiota in the gut. A healthy
composition of the gut microbiome is essential for a broad
range of physiological functions, as the gut microbial
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genes are decisive for the bacterial richness in the gut
and hence the function of the gut microbiota [13]. In
healthy subjects, the composition of the gut microbiota
is determined by both genetic and environmental factors,
of which the genetic factors are suggested to explain only
5-10% of the bacterial variability among individuals [14].
The environmental factors decisive for the gut microbiota
composition include diet, geographical location,
surgery, smoking, depression, frequency of treatment
with antibiotics and use of certain nonantibiotic drugs,
among others [15]. Microbial richness, seen as bacterial
diversity, is usually considered an indicator of good health.
In contrast, reduced bacterial diversity and imbalance
of the gut microbiota, referred to as dysbiosis, has been
associated with impaired metabolism and a broad range of
different diseases [16].

2.2. Implications of the gut microbiota in IBS
It is suggested in the literature that the gut microbiota
profile of IBS patients differs from the gut microbiota
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Figure 1. An overview of suggested mechanisms and factors involved in irritable bowel syndrome (IBS).
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profile of healthy controls [17-20]. In addition, several
differences in gut microbiota composition among IBS
subtypes have been detected [21]. Methane-producing
bacteria, such as Methanobacterialles, have been reported
to be more abundant in IBS-C and less abundant in IBS-D
compared to healthy subjects, whereas butyrate-producing
bacteria, such as Erysipelotrichaceae and Ruminococcaceae,
are found in lower concentration in IBS patients than in
healthy subjects [22]. Although the findings are overall
inconsistent regarding gut microbiota composition and
diversity in IBS, data in general suggest that there is a
relative abundance of proinflammatory bacterial species
such as Enterobacteriaceae, and decreased presence
of Lactobacilli and Bifidobacteri [20]. In addition, an
increase in Firmicutes to Bacteroidetes ratio, and increased
Streptococci and Ruminococcus species are observed when
IBS patients are compared to healthy subjects [23-26].
IBS patients are most often characterized by a
reduction in bacterial diversity, referred to as dysbiosis,
when compared to healthy subjects [19]. Of note, it is
suggested that IBS patients who do not respond to dietary
interventions suffer from a severe dysbiosis [15]. However,
although it is well documented that IBS patients have
alterations in the gut microbiota composition and can be
characterized by a dysbiotic gut, the specific microbial
signature characterizing these patients is still unknown

[5].

3. Current therapeutic options targeting gut microbiota
in IBS

A multidisciplinary approach is the recommended
treatment option in IBS [2]. A better understanding
of the disease, combined with life-style interventions
including diet, exercise, and breathing techniques, is
proven to be effective for reducing symptom severity in
IBS patients [3]. In addition, psychological and behavioral
treatment and hypnotherapy has also been shown to
reduce IBS symptoms and improve quality of life [27].
Nonpharmacological treatment options are preferably the
first-choice in IBS, as available drugs are most likely to
target only the predominant symptom. Due to the broad
diversity of symptoms experienced by most IBS patients,
drug treatment is often perceived as inadequate and do not
lead to total control of symptoms [2]. Hence, the need of
novel and more personalized treatment approaches in IBS
is of great need.

3.1. Dietary strategies modulating gut microbiota in IBS
Diet composition and food intake have been shown to play
animportantroleinthesymptom generationinIBS patients,
and most of them claim that their symptoms can be related
to the consumption of different foods [28]. In recent years,
the interaction between diet, gut microbiota composition,
and severity of IBS symptoms has gained a lot of attention
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and emerged as an important pathophysiological basis for
the treatment [29]. Lately, the “brain-gut” axis is referred to
as the “brain-gut-microbiota” axis [30]. Diet contributes in
the pathogenesis of IBS by modulating the gut microbiome
and the normal gut microenvironment [31]. The food we
eat and its breakdown products are capable of altering the
gut microbiota composition and the colonic fermentation,
in addition to interacting with the gut immune system
and affecting the gut permeability, motility, and visceral
sensation [32].

3.1.1. Basic dietary advices in IBS

Several modifications in the diet are shown to enhance
symptom severity in IBS. The first line dietary treatment
for IBS patients is to follow the dietary guidelines from
the modified National Institute for Health and Care
Excellence (NICE) diet, as recommended by the British
Dietetic Association [33]. The NICE-diet highlights the
importance of regular meals and recommends reducing
the intake of carbonated drinks, chewing gum, fatty and
spicy foods, coftee, alcohol, onion, cabbage, and beans as
well as supplementing the diet with fibers such as psyllium
husk.

3.1.2. Dietary fiber modifications

Dietary fibers can be divided into soluble and insoluble
fibers, according to their chemical and physiological
properties. Soluble fibers can further be divided into
viscous (gel-forming) and nonviscous fibers [34]. The
dietary fibers include nondigestible short-chain and
long-chain carbohydrates and lignin, a complex polymer
percent in plants [35]. Overall, including fibers in the diet
has several beneficial health effects, such as improving
stool consistency, lowering blood cholesterol levels,
and improving glycemic control [36]. For a long time,
it was believed that IBS was caused by a deficient intake
of fibers; hence, it was widely recommended that IBS
patients increased their intake [37]. However, the effects
of different fibers have proven to be of importance, as
soluble fibers are shown to improve IBS symptoms while
insoluble fibers, on the other hand, are shown to exacerbate
symptoms [38,39]. Supplementation with soluble and
moderately fermentable fibers such as psyllium and oats
is a recommended treatment in IBS, shown to improve
symptom severity and beneficially modulate stool
consistency in all IBS-subtypes [36]. Several randomized
controlled trials (RCTs) investigating the effect of fiber
supplementation on microbiota composition in healthy
subjects have suggested that supplementation with fructo-
oligosaccharides (FOS) and galacto-oligosaccharides
(GOS), known for their prebiotic activity, increases
the abundance of Bifidobacterium, an oligosaccharide
fermenting bacteria suggested to be beneficial for human
health [40].
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A broad range of studies have investigated the effect of
supplementation with different types of fibers in patients
with IBS, and increasing amount of evidence indicates that
the dietary fibers acting as prebiotics, such as inulin and
oligosaccharides, are able to influence the composition of
the gut microbiota [41-43]. Fermentation of dietary fibers
by colonic bacteria leads to the production of short-chain
fatty acids (SCFAs), and concentrations of fecal SCFAs
have been investigated as a marker of fecal fermentation
reflecting the gut microbiota activity in IBS patients [44].
Distinct alterations in fecal SCFA concentrations have been
reported between IBS patients and healthy controls, and
propionate and butyrate in particular have been suggested
as possible biomarkers for the distinction between IBS and
healthy individuals [45].

3.1.3. The low-FODMAP diet

If basic dietary modifications do not improve
symptoms, a diet with a restricted intake of fermentable
oligosaccharides, disaccharides, monosaccharides, and
polyols (FODMAPs) is proven by several metaanalyses to
significantly reduce symptom severity in IBS, especially
abdominal pain and bloating [46,47]. FODMAPs are short-
chained carbohydrates that are poorly absorbed in the
small intestines, and when fermented by colonic bacteria,
production of gas and osmotic action causes symptoms
such as bloating and diarrhea [47]. Notably, a diet with a
restricted intake of FODMAPs is associated with distinct
alterations in both function and composition of the gut
microbiota, as well as modulations in fecal fermentation
and production of SCFAs [44,48].

In a recent publication, we reported on the effect of a
low-FODMAP diet combined with supplementation with
FOS or placebo, in 20 patients with IBS-D or IBS-M [42].
We found the low-FODMAP diet to overall consistently
improve symptom severity, and significantly more
patients reported symptom relief when supplemented
with placebo (maltodextrin) for 10 days, compared to the
FOS supplementation (80% vs. 30%). The serum levels
of proinflammatory interleukins (IL-6 and IL-8), total
concentrations of SCFAs and n-butyric acid, as well as
levels of bacteria in feces (Actinobacteria, Bifidobacterium,
and Faecalibacterium prausnitzii), significantly decreased
in response to the low-FODMAP diet. Ten days of
supplementation with FOS increased the levels of these
bacteria, whereas the levels of inflammatory markers
and concentrations of SCFAs did not change [42].
Accordingly, the long-term health effect of adherence to
the low-FODMAP diet as a dietary intervention is not
established. The health effects of the changes observed in
the gut microbiota composition and fecal fermentation
in response to a diet with low content of fermentable
carbohydrates is currently unknown [49]; thus, the long-
term use of a strict low-FODMAP diet can be questioned.

Although FODMAPs can be experienced as symptom
generators in IBS, most FODMAPs can be classified as
prebiotics and serve as food for the gut microbiota [42].
A reduction of FODMAPs may in most cases correlate
with a reduction both in dietary fibers and prebiotics,
which in the long term might not be beneficial for the
gut microbiota composition and activity. Hence, there is
a need for establishing the long-term effect of a restricted
FODMAP diet on the gut microbiota, as well as for
continuing to highlight the importance of reintroducing
all those well-tolerated FODMAPs in the diet as soon as
possible.

3.2. Probiotic supplementation and gut microbiota in
IBS

Probiotics are defined as “live microorganisms that, when
administered in adequate amounts, confer a health benefit
on the host” [50]. Probiotics normally contains gut-
friendly bacteria, and sometimes also yeast, and can be
provided in the form of a dietary supplement or consumed
as ingredients in fermented foods such as yoghurt,
kombucha, and sauerkraut. Since an altered gut microbiota
composition is suggested as a central contributor to the
pathogenesis of IBS, supplementing the diet with probiotics
is a well investigated treatment strategy in IBS, which aims
to beneficially manipulate a dysbiotic gut [51]. Several
metaanalyses of randomized controlled trials (RCTs)
investigating the effects of probiotics compared to placebo
in IBS patients have concluded that probiotic supplements
significantly improve overall IBS symptoms and abdominal
pain [52-55]. Of note, the use of monostrain or multistrain
probiotics varies between studies, and it is suggested that
supplements containing a multistrain probiotic (several
different bacterial strains) might be more effective than
monostrain supplements in improving symptoms. In a
recent review article summarizing the most up-to-date
research on the effects of probiotic supplementation on
symptom severity in IBS patients, we reported that the
effects of probiotic supplementation were more distinct
with the use of a multistrain supplement [51]. In addition,
we found the effect to be more distinct in the studies with
an intervention period of 8 weeks or more, suggesting that
probiotics supplemented over a period of time have the
potential to improve IBS symptoms [51].

Overall, much remains to be answered as to which
strains facilitate the most beneficial effects in IBS. Although
probiotic supplements seem to have beneficial effects in
improving IBS symptoms, their function and mechanistic
effects are relatively unknown. Current literature has
suggested that probiotics act through improvement of
gut barrier function, inhibition of pathogenic bacteria
overgrowth, and prevention of pathogenic invasion of
the host, as well as production of signal substances such
as SCFAs and neurotransmitters [56]. The fact that the
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degree of dysbiosis and gut microbiota composition most
likely varies greatly both between subtypes of IBS patients
and between each subject leads to the question of whether
it is possible to target these individual differences in
future therapy. According to current literature, individual
microbiota profiling may in the future enable personalized
or customized probiotic therapy.

3.3. Antibiotics in IBS

Nonabsorbable antibiotics have been investigated in the
treatment of IBS in several large-scale double-blinded
and placebo controlled RCTs, and have been found
to serve as an effective treatment option [5]. In 2015,
rifaximin, a rifamycine derivate with a broad range
of antibacterial effects against aerobic and anaerobic
organisms in the GI tract, was approved by the US Food
and Drug Administration for the treatment of adults with
IBS-D [57]. Less than 0.5% of the oral dose of rifaximin
is absorbed; hence, this antibiotic has low toxicity and
no significant adverse effects and drug interactions [58].
Although the route of action of nonabsorbable antibiotics
in IBS is unclear, relief of IBS symptoms is suggested to
occur due to reduction in the total gut bacterial load and
changes in the composition of the gut microbiota, as well
as modulation of the intestinal permeability and the gut
microbiome [20].

Three multicenter RCTs, named TARGET 1-3, have
demonstrated a beneficial effect of rifaximin in improving
IBS symptoms [59,60]. TARGET 1 and 2 included IBS
patients without constipation. The primary outcome was
proportion of patients with relief of global IBS symptoms,
with adequate relief defined as self-reported symptom
relief for at least 2 of the first 4 weeks after the intervention.
Both interventions revealed that rifaximin given in doses
of 550 mg 3 times a day for 2 weeks significantly reduced
overall symptoms and bloating when compared to placebo
(40.8% vs. 31.2% in TARGET 1 and 40.6% vs. 32.2% in
TARGET 2) [59]. The TARGET 3 study included adult
patients with only IBS-D, and those patients responding to
a 2-week treatment with rifaximin as provided in TARGET
1 and 2 but relapsed during an observation phase, were
randomly assigned to an additional treatment with either
rifaximin or placebo for another 2 weeks. The percentage
of responders were significantly greater with rifaximin
group with placebo (38.1% vs. 31.5%), and the rates of
adverse events were low [60]. This study demonstrates
that repeated treatments with rifaximin are well tolerated
and can be considered effective in reducing symptom in
patients suffering from diarrhea predominant IBS.

Although rifaximin is not indicated in IBS-C, a small
double-blind trial has suggested that rifaximin may
improve symptoms also in patients with constipation [61].
The study showed that rifaximin given in combination with
neomycin significantly reduced the degree of constipation
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and bloating, compared to neomycin given with placebo.
The constipation severity scores were significantly lower in
the neomycin and rifaximin group (28.6 + 30.8) compared
to neomycin alone (61.2 + 24.1) [61].

4. Future perspectives and potential treatments
manipulating the gut microbiota in IBS

4.1. Fecal microbiota transplantation in IBS

Fecal microbiota transplantation (FMT) has recently
gained a lot of attention due to the strong evidence for
the role of dysbiosis in the IBS pathogenesis. FMT is an
approach involving application of a solution of fecal
material from a healthy donor into the gut of a receiver,
aiming to restore a dysfunctional microbial composition
into a healthy homeostasis and hence improve the function
of the gut microbiota [5]. A Japanese open-label study
in 10 IBS patients reported in 2017 that FMT treatment
improved both the psychological status and stool form. In
addition, the authors suggest that a donor holding a high
fecal concentration of Bifidobacterium might be a positive
predictor for successful FMT [62]. A systematic review by
Halkjeer et al. reported in 2017 that 28 out of 48 patients
(58%) experienced a beneficial outcome of FMT treatment,
and importantly, no adverse events were reported [63].
The review included only a restricted number of FMT
studies, as the data from RCTs then were limited. In the
last two years, several RCTs evaluating the effect of FMT in
IBS have been published, reporting somehow conflicting
results regarding alleviation of IBS symptoms.

Three recent Norwegian studies, all using FMT
administered through gastroscopy or colonoscopy, have
reported beneficial effects. Johnsen et al. assessed the effect
of FMT in a parallel-group RCT, with 60 patients assigned
to FMT treatment and 30 assigned to placebo [64]. The
trial included IBS patients with moderate-to-severe IBS-D
or IBS-M, and the primary outcome was reduction in total
IBS severity scoring system (IBS-SSS) of more than 75
points. Fifty-five patients assigned to FMT treatment and
28 assigned to placebo completed the trial. They reported
that the FMT treatment significantly reduced symptoms
compared to placebo, with a 65% response in the FMT
group and a 43% response in the placebo group [64].

Results from our study, including 13 IBS patients and
13 healthy donors receiving FMT, support the findings
of Johnsen et al. [65,66]. According to symptom scores,
the symptoms were significantly improved following
FMT [65]. When analyzing fecal samples, we found
that the donors and the IBS patients had significantly
different bacterial strains signals for Ruminococcus
gnavus, Actinobacteria, and Bifidobacteria, in addition to
significantly differences between several gut microbiota
taxa and concentrations of SCFAs at baseline, which of note
became nonsignificant 3 weeks following FMT [66]. At
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20/28 weeks after FMT, the changes in the gut microbiota
were similar between IBS patients and donors; thus, the
patient’s microbiota profile became more or less similar
to those of the donors. Those IBS patients responding to
FMT had different gut microbiota profile and SCFA profile
than the nonresponders, and significant correlations were
reported between the gut microenvironment and IBS
symptoms [66].

El-Salhy et al. recently performed a placebo-controlled
RCT, evaluating the effect of two different doses of FMT
[67]. This study, including 165 IBS patients allocated to
either placebo 30 g or 60 g FMT, demonstrated that FMT
was effective in reducing IBS symptoms and fatigue, as
well as increasing the quality of life. The primary outcome
was a positive response defined as a reduction of 50 points
or more in the total IBS-SSS score. Response occurred in
23.6% of the patients in the placebo group, 76.9% in the 30
g EMT group, and 89.1% in the 60 g FMT group, suggesting
that the response to FMT increases according to dose. In
addition, a significant change in gut bacterial profile was
observed in the groups receiving FMT [67]. Following, an
open-label study including the 10 patients not responding
to the 30 g FMT treatment was conducted [68]. The ten
patients received a 60 g FMT transplant, of which 7 (70%)
responded to treatment with significant improvements in
IBS-symptoms, degree of fatigue, and quality of life. These
results further highlight that increasing doses and/or
repeated FMT increases the response [68].

Results conflicting with those of the Norwegian studies
were presented by a Danish trial by Halkjeer et al. [69].

This randomized, double-blind, and placebo-controlled
trial included 52 patients with moderate-to-severe IBS,
randomized to capsules with FMT or placebo for 12 days,
with 6 months of follow up. Here, a significant reduction
of symptoms according to the IBS-SSS core was observed
for placebo, but not for the FMT treatment. The patients
receiving the FMT capsules had an increase in the
fecal microbiota diversity that was not observed in the
placebo group; however, the authors state that altered gut
microbiota is not enough to obtain clinical improvement
in IBS [69]. Accordingly, although several studies
investigating FMT as a treatment option in IBS obtain
promising results regarding symptom severity and gut
microbiota manipulation, the results are still conflicting.
The outcome of FMT seems to be dependent on the donor;
hence, a so-called “superdonor” seems to be essential for
FMT to be an effective treatment [14].

Currently, FMT is only investigated in aresearch setting,
and the available data on potential effects are too limited to
draw sufficient conclusions. More RCTs investigating the
long-term effects of FMT and its route of administration
need to be carried out in order to potentially be able to
offer FMT as a standardized treatment approach for IBS in
a clinical setting.

4.2. Targeting the gut microbiota in IBS

As our understanding of the implications of the gut
microbiota in IBS is constantly evolving, the potential of
treatments manipulating both the gut microbiome and
the gut microbiota aiming to improve GI symptoms and
severity of IBS is widening. Hopefully, determining the
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exact microbiota profile and degree of dysbiosis in each
IBS patient will soon be an available tool for personalized
treatment options, such as customized probiotic or FMT
treatments and/or targeted use of antibiotics. An overview
of some suggested future therapeutic strategies in IBS is
shown in Figure 2.

5. Conclusions

There is strong growing evidence suggesting that dysbiosis
is central in the pathophysiology of IBS. Manipulation of
the gut microbiota in order to improve IBS symptoms has
evolved in the last decade as a novel treatment strategy
and several different approaches have been investigated
in order to improve the gut microbiota composition
and hence improve symptoms. Dietary modifications
including supplementation with fibers and probiotics are
shown to improve symptoms and gut microbiota in IBS,

References

1. Sperber AD, Dumitrascu D, Fukudo S, Gerson C, Ghoshal UC
et al. The global prevalence of IBS in adults remains elusive due
to the heterogeneity of studies: a Rome Foundation working
team literature review. Gut 2017; 66 (6): 1075-1082. doi: 10.1136/
gutjnl-2015-311240

2. Mearin E Lacy BE, Chang L, Chey WD, Lembo AJ et al. Bowel
disorders. Gastroenterology 2016; 150 (6): 1393-1407. doi:
10.1053/j.gastro.2016.02.031

3. Saha, L. Irritable bowel syndrome: pathogenesis, diagnosis,
treatment, and evidence-based medicine. World Journal of
Gastroenterology 2014; 20 (22): 6759-6773. doi: 10.3748/wjg.
v20.i22.6759

4, Bohn L, Storsrud S, Tornblom H, Bengtsson U, Simren M. Self-
reported food-related gastrointestinal symptoms in IBS are
common and associated with more severe symptoms and reduced
quality of life. The American Journal of Gastroenterology 2013;
108 (5): 634-641. doi: 10.1038/ajg.2013.105

5. Chong PP, Chin VK, Looi CY, Wong WE, Madhavan P et al.
The Microbiome and Irritable Bowel Syndrome - A Review on
the Pathophysiology, Current Research and Future Therapy.
Frontiers in Microbiology 2019; 10: 1136. doi: 10.3389/
fmicb.2019.01136

6. Klem E Wadhwa A, Prokop L], Sundt W], Farrugia G et
al. Prevalence, risk factors, and outcomes of irritable bowel
syndrome after infectious enteritis: a systematic review and
meta-analysis. Gastroenterology 2017; 152 (5): 1042-1054. doi:
10.1053/j.gastro.2016.12.039

7. Taniro G, Tilg H, Gasbarrini A. Antibiotics as deep modulators
of gut microbiota: between good and evil. Gut 2016; 65 (11):
1906-1915. doi: 10.1136/gutjnl-2016-312297

8.  Enck P, Aziz Q, Barbara G, Farmer AD, Fukudo S et al. Irritable
bowel syndrome. Nature Reviews. Disease Primers 2016; 2:
16014. doi: 10.1038/nrdp.2016.14

1638

although the exact probiotic mixture beneficial for each
individual remains to be identified. The use of antibiotics
still needs confirmation, although promising results have
been reported with the use of rifaximin. Several studies
investigating FMT obtain promising results regarding
symptoms and gut microbiota manipulation in IBS;
however, more data including long-term effects of FMT are
required before it can be used as a customized treatment
in the clinic.

Contribution of authors

Both authors have contributed to the paper. HFD wrote the
paper, and GAL provided writing assistance and corrected
the manuscript.

Conflict of interest
The authors declare no conflict of interest.

9.  Holtmann GJ, Ford AC, Talley NJ. Pathophysiology of irritable
bowel syndrome. The lancet. Gastroenterology & Hepatology
20165 1 (2): 133-146. doi: 10.1016/s2468-1253(16)30023-1

10. Anastasi JK, Capili B, Chang M. Managing irritable bowel
syndrome. The American Journal of Nursing 2013; 113 (7): 42-
52. doi: 10.1097/01.Naj.0000431911.65473.35

11. El-Salhy M, Hausken T, Gilja OH, Hatlebakk JG. The
possible role of gastrointestinal endocrine cells in the
pathophysiology of irritable bowel syndrome. Expert Review
of Gastroenterology & Hepatology 2017; 11 (2): 139-148. doi:
10.1080/17474124.2017.1269601

12. QinJ, LiR, Raes ], Arumugam M, Burgdorf KS et al. A human
gut microbial gene catalogue established by metagenomic
sequencing. Nature 2010; 464 (7285): 59-65. doi: 10.1038/
nature08821

13.  Human Microbiome Project Consortium. Structure, function
and diversity of the healthy human microbiome. Nature 2012;
486 (7402): 207-214. doi: 10.1038/naturel1234

14. Wilson BC, Vatanen T, Cutfield WS, O’Sullivan JM. The
super-donor phenomenon in fecal microbiota transplantation.
Frontiers in Cellular and Infection Microbiology 2019; 9: 2.
doi: 10.3389/fcimb.2019.00002

15. El-Salhy M, Hatlebakk JG, Hausken T. Diet in Irritable
Bowel Syndrome (IBS): Interaction with Gut Microbiota and
Gut Hormones. Nutrients 2019; 11 (8): E1824. doi: 10.3390/
null081824

16. Schippa S, Conte MP. Dysbiotic events in gut microbiota:
impact on human health. Nutrients 2014; 6 (12): 5786-805. doi:
10.3390/nu6125786

17.  Bhattarai Y, Muniz Pedrogo DA, Kashyap PC. Irritable bowel
syndrome: a gut microbiota-related disorder? American
Journal of Physiology. Gastrointestinal and liver physiology
2017; 312 (1): 52-62. doi: 10.1152/ajpgi.00338.2016



18.

19.

20.

21.

22.

23.

24.

25.

26.

27.

28.

29.

FJELDHEIM DALE and ARSLAN LIED / Turk ] Med Sci

Enck P, Mazurak N. Dysbiosis in functional bowel disorders.
Annals of Nutrition & Metabolism 2018; 72 (4): 296-306. doi:
10.1159/000488773

Casen C, Vebo HC, Sekelja M, Hegge FT, Karlsson MK et
al. Deviations in human gut microbiota: a novel diagnostic
test for determining dysbiosis in patients with IBS or IBD.
Alimentary Pharmacology & Therapeutics 2015; 42 (1): 71-83.
doi: 10.1111/apt.13236

Rodino-Janeiro BK, Vicario M, Alonso-Cotoner C, Pascua-
Garcia R, Santos J. A Review of Microbiota and Irritable Bowel
Syndrome: Future in Therapies. Advances in Therapy 2018; 35
(3): 289-310. doi: 10.1007/s12325-018-0673-5

Salem AE, Singh R, Ayoub YK, Khairy AM, Mullin GE. The gut
microbiome and irritable bowel syndrome: State of art review.
Arab Journal of Gastroenterology: the Official Publication of
the Pan-Arab Association of Gastroenterology 2018; 19 (3):
136-141. doi: 10.1016/.2jg.2018.02.008

Pozuelo M, Panda S, Santiago A, Mendez S, Accarino
A et al. Reduction of butyrate- and methane-producing
microorganisms in patients with Irritable Bowel Syndrome.
Scientific Reports 2015; 5: 12693. doi: 10.1038/srep12693

Halmos EP, Christophersen CT, Bird AR, Shepherd SJ, Gibson
PR et al. Diets that differ in their FODMAP content alter the
colonic luminal microenvironment. Gut 2015; 64 (1): 93-100.
doi: 10.1136/gutjnl-2014-307264

Chung CS, Chang PE Liao CH, Lee TH, Chen Y
Differences of microbiota in small bowel and faeces between

et al.

irritable bowel syndrome patients and healthy subjects.
Scandinavian Journal of Gastroenterology 2016; 51 (4): 410-
419. doi: 10.3109/00365521.2015.1116107

Rangel I, Sundin ], Fuentes S, Repsilber D, de Vos WM et
al. The relationship between faecal-associated and mucosal-
associated microbiota in irritable bowel syndrome patients and
healthy subjects. Alimentary Pharmacology & Therapeutics
2015;42 (10): 1211-1221. doi: 10.1111/apt.13399

Tap ], Derrien H, Tornblom M, Brazeilles R, Cools-Portier
S et al. Identification of an Intestinal Microbiota Signature
Associated With Severity of Irritable Bowel Syndrome.
Gastroenterology 2017; 152 (1): 111-123. doi: 10.1053/j.
gastro.2016.09.049

Kinsinger SW. Cognitive-behavioral therapy for patients
with irritable bowel syndrome: current insights. Psychology
Research and Behavior Management 2017; 10: 231-237. doi:
10.2147/prbm.S120817

Shepherd §J, Halmos E, Glance S. The role of FODMAPs
in irritable bowel syndrome. Current Opinion in Clinical
Nutrition and Metabolic Care 2014; 17 (6): 605-9. doi: 10.1097/
mco.0000000000000116

Rajilic-Stojanovic M, Jonkers DM, Salonen A, Hanevik K,
Raes J et al. Intestinal microbiota and diet in IBS: causes,
consequences, or epiphenomena? The American Journal
of Gastroenterology 2015; 110 (2): 278-87. doi: 10.1038/
2jg.2014.427

30.

31

32.

33.

34.

35.

36.

37.

38.

39.

40.

41.

42.

Dalile B, Van Oudenhove L, Vervliet B, Berbeke K. The role of
short-chain fatty acids in microbiota-gut-brain communication.
Nature Reviews. Gastroenterology & Hepatology 2019; 16 (8): 461-
478. doi: 10.1038/s41575-019-0157-3

David LA, Maurice CE, Carmody RN, Gootenberg DB, Button JE et
al. Diet rapidly and reproducibly alters the human gut microbiome.
Nature 2014; 505 (7484): 559-63. doi: 10.1038/nature12820

Chey WD. Food: The Main Course to Wellness and Illness in
Patients with Irritable Bowel Syndrome. The American Journal of
Gastroenterology 2016; 111 (3): 366-371. doi: 10.1038/ajg.2016.12

McKenzie YA, Bowyer RK, Leach H, Gulia P, Horobin J et al.
British Dietetic Association systematic review and evidence-based
practice guidelines for the dietary management of irritable bowel
syndrome in adults (2016 update). Journal of Human Nutrition and
Dietetics: the Official Journal of the British Dietetic Association
20165 29 (5): 549-575. doi: 10.1111/jhn.12385

Anderson JW, Baird P, Davis RH, Ferreri S, Knudtson M et al.
Health benefits of dietary fiber. Nutrition Reviews 2009; 67 (4):
188-205. doi: 10.1111/j.1753-4887.2009.00189.x

Chutkan R, Fahey G, Wright WL, McRorie J. Viscous versus
nonviscous soluble fiber supplements: mechanisms and evidence
for fiber-specific health benefits. Journal of the American Academy
of Nurse Practitioners 2012; 24 (8): 476-87. doi: 10.1111/j.1745-
7599.2012.00758.x

El-Salhy M, Ystad SO, Mazzawi T, Gundersen D. Dietary fiber
in irritable bowel syndrome (Review). International Journal
of Molecular Medicine 2017; 40 (3): 607-613. doi: 10.3892/
{jmm.2017.3072

Ford AC, Talley NJ, Spiegel BM, Foxx-Orenstein AE, Schiller L et al.
Effect of fibre, antispasmodics, and peppermint oil in the treatment
of irritable bowel syndrome: systematic review and meta-analysis.
BM]J 2008; 337: 2313. doi: 10.1111/apt.15001

Francis CY, Whorwell PJ. Bran and irritable bowel syndrome: time
for reappraisal. Lancet 1994; 344 (8914): 39-40. doi: 10.1016/s0140-
6736(94)91055-3

Bijkerk CJ, de Wit NJ, Muris JW, Whorwell PJ, Knottnerus JA et al.
Soluble or insoluble fibre in irritable bowel syndrome in primary
care? Randomised placebo controlled trial. BMJ 2009; 339: b3154.
doi: 10.1136/bmj.b3154

Sawicki CM, Livingston KA, Obin M, Roberts SB, Chung M
et al. Dietary fiber and the human gut microbiota: application
of evidence mapping methodology. Nutrients 2017; 9 (2). doi:
10.3390/nu9020125

Gibson GR, Probert HM, Loo JV, Rastall RA, Roberfroid MB.
Dietary modulation of the human colonic microbiota: updating
the concept of prebiotics. Nutrition research reviews 2004; 17 (2):
259-75. doi: 10.1079/nrr200479

Hustoft TN, Hausken T, Ystad SO, Valeur J, Brokstad K et al. Effects
of varying dietary content of fermentable short-chain carbohydrates
on symptoms, fecal microenvironment, and cytokine profiles in
patients with irritable bowel syndrome. Neurogastroenterology
and motility: the official journal of the European Gastrointestinal
Motility Society 2016; 29 (4): E12969. doi: 10.1111/nmo.12969

1639



43.

44.

45.

46.

47.

48.

49.

50.

51.

52.

53.

54.

FJELDHEIM DALE and ARSLAN LIED / Turk ] Med Sci

Valeur ], Puaschitz NG, Midtvedt T, Berstad A. Oatmeal
porridge: impact on microflora-associated characteristics in
healthy subjects. The British Journal of Nutrition 2016; 115 (1):
62-67. doi: 10.1017/s0007114515004213

Valeur ], Roseth AG, Knudsen T, Malmstrom GH, Fiennes JT
et al. Fecal fermentation in irritable bowel syndrome: influence
of dietary restriction of fermentable oligosaccharides,
disaccharides, monosaccharides and polyols. Digestion 2016;
94 (1): 50-56. doi: 10.1159/000448280

Sun Q, Jia Q, Song L, Duan L. Alterations in fecal short-
chain fatty acids in patients with irritable bowel syndrome: A
systematic review and meta-analysis. Medicine 2019; 98 (7):
e14513. doi: 10.1097/md.0000000000014513

Altobelli E, Del Negro V, Angeletti PM, Latella G. Low-
FODMAP Diet Improves Irritable Bowel Syndrome Symptoms:
A Meta-Analysis. Nutrients 2017; 9 (9): E940. doi: 10.3390/
nu9090940

Marsh A, Eslick EM, Eslick GD. Does a diet low in FODMAPs
reduce symptoms associated with functional gastrointestinal
disorders? A comprehensive systematic review and meta-
analysis. European Journal of Nutrition 2016; 55 (3): 897-906.
doi: 10.1007/s00394-015-0922-1

Valeur J, Smastuen MC, Knudsen T, Lied GA, Roseth AG.
Exploring gut microbiota composition as an indicator of
clinical response to dietary FODMAP restriction in patients
with irritable bowel syndrome. Digestive Diseases and Sciences
2018; 63 (2): 429-436. doi: 10.1007/510620-017-4893-3

Daien CI, Pinget GV, Tan JK, Macia L. Detrimental impact of
microbiota-accessible carbohydrate-deprived diet on gut and
immune homeostasis: an overview. Frontiers in Immunology
2017; 8: 548. doi: 10.3389/fimmu.2017.00548

Hill C, Guarner F Reid G, Gibson GR, Merenstein DJ et al.
Expert consensus document. The International Scientific
Association for Probiotics and Prebiotics consensus statement
on the scope and appropriate use of the term probiotic. Nature
Reviews. Gastroenterology & Hepatology 2014; 11 (8): 506-
514. doi: 10.1038/nrgastro.2014.66

Dale HE Rasmussen SH, Asiller OO, Lied GA. Probiotics in
irritable bowel syndrome: an up-to-date systematic review.
Nutrients 2019; 11 (9). doi: 10.3390/nu11092048

Ford AC, Harris LA, Lacy BE, Quigley EMM, Moayyedi P.
Systematic review with meta-analysis: the efficacy of prebiotics,
probiotics, synbiotics and antibiotics in irritable bowel
syndrome. Alimentary Pharmacology & Therapeutics 2018; 48
(10): 1044-1060. doi: 10.1111/apt.15001

Ford AC, Quigley EM, Lacy BE, Lembo AJ, Saito YA et al.
Efficacy of prebiotics, probiotics, and synbiotics in irritable
bowel syndrome and chronic idiopathic constipation:
systematic review and meta-analysis. The American Journal
of Gastroenterology 2014; 109 (10): 1547-1561. doi: 10.1038/
2jg.2014.202

Didari T, Mozaffari S, Nikfar S, Abdollahi M. Effectiveness of
probiotics in irritable bowel syndrome: Updated systematic
review with meta-analysis. World Journal of Gastroenterology
2015; 21 (10): 3072-3084. doi: 10.3748/wjg.v21.i110.3072

1640

55.

56.

57.

58.

59.

60.

61.

62.

63.

64.

65.

66.

Zhang Y, Li L, Guo C, Mu D, Feng B et al. Effects of probiotic
type, dose and treatment duration on irritable bowel syndrome
diagnosed by Rome III criteria: a meta-analysis. BMC
Gastroenterology 2016; 16 (1): 62. doi: 10.1186/s12876-016-
0470-z

Cremon C, Barbaro MR, Ventura M, Barbara G. Pre- and
probiotic overview. Current Opinion in Pharmacology 2018;
43: 87-92. doi: 10.1016/j.coph.2018.08.010

Pimentel M. Evidence-based management of irritable bowel
syndrome with diarrhea. The American journal of managed
care 2018; 24(3 Suppl): 35-46.

Saadi M, McCallum RW. Rifaximin in irritable bowel
syndrome: rationale, evidence and clinical use. Therapeutic
Advances in Chronic Disease 2013; 4 (2): 71-75. doi:
10.1177/2040622312472008

Pimentel M, Lembo A, Chey WD, Zakko S, Ringel Y et al.
Rifaximin therapy for patients with irritable bowel syndrome
without constipation. The New England Journal of Medicine
2011; 364 (1): 22-32. doi: 10.1056/NEJMo0al1004409

Lembo A, Pimentel M, Rao SS, Schoenfeld P, Cash B et
al. Repeat treatment with rifaximin is safe and effective in
patients with diarrhea-predominant irritable bowel syndrome.
Gastroenterology 2016; 151 (6): 1113-1121. doi: 10.1053/j.
gastro.2016.08.003

Pimentel M, Chang C, Chua KS, Mirocha J, DiBaise ] et al.
Antibiotic treatment of constipation-predominant irritable
bowel syndrome. Digestive Diseases and Sciences 2014; 59 (6):
1278-85. doi: 10.1007/s10620-014-3157-8

Mizuno S, Masaoka T, Naganuma M, Kishimoto T, Kitazawa
M et al. Bifidobacterium-rich fecal donor may be a positive
predictor for successful fecal microbiota transplantation in
patients with irritable bowel syndrome. Digestion 2017; 96 (1):
29-38. doi: 10.1159/000471919

Halkjaer SI, Boolsen AW, Gunther S, Christensen AH, Petersen
AM. Can fecal microbiota transplantation cure irritable bowel
syndrome? World Journal of Gastroenterology 2017; 23 (22):
4112-4120. doi: 10.3748/wjg.v23.i22.4112

Johnsen PH, Hilpusch F, Cavanagh JP, Leikanger IS, Kolstad
C et al. Faecal microbiota transplantation versus placebo for
moderate-to-severe irritable bowel syndrome: a double-blind,
randomised, placebo-controlled, parallel-group, single-centre
trial. The Lancet. Gastroenterology & Hepatology 2018; 3 (1):
17-24. doi: 10.1016/s2468-1253(17)30338-2

Mazzawi T, Lied GA, Sangnes DA, El-Salhy M, Hov JR et
al. The kinetics of gut microbial community composition
in patients with irritable bowel syndrome following fecal
microbiota transplantation. PLoS One 2018; 13 (11): €0194904.
doi: 10.1371/journal.pone.0194904

Mazzawi T, Hausken T, Hov JR, Valeur J, Sangnes DA et
al. Clinical response to fecal microbiota transplantation
in patients with diarrhea-predominant
syndrome is associated with normalization of fecal microbiota
composition and short-chain fatty acid levels. Scandinavian
Journal of Gastroenterology 2019; 54 (6): 690-699. doi:
10.1080/00365521.2019.1624815

irritable bowel



67.

68.

FJELDHEIM DALE and ARSLAN LIED / Turk ] Med Sci

El-Salhy M, Hatlebakk JG, Gilja OH, Brathen Kristoffersen
A, Hausken T. Efficacy of faecal microbiota transplantation
for patients with irritable bowel syndrome in a randomised,
double-blind, placebo-controlled study. Gut 2019. doi:
10.1136/gutjnl—2019—319630.

El-Salhy M, Hausken T, Hatlebakk JG. Increasing the dose and/
or repeating faecal microbiota transplantation (FMT) increases
the response in patients with irritable bowel syndrome (IBS).
Nutrients 2019; 11 (6). doi: 10.3390/nul1061415

69.

Halkjaer SI, Christensen AH, Lo BZS, Browne PD, Gunther S
et al. Faecal microbiota transplantation alters gut microbiota
in patients with irritable bowel syndrome: results from a
randomised, double-blind placebo-controlled study. Gut 2018;
67 (12): 2107-2115. doi: 10.1136/gutjnl-2018-316434

1641



