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6902 bp ss-DNA circular SYN 05-Sep-2004

Location/Qualifiers

1..745
/note=CRU5
1..589

/note=CMV immediate early promoter
602..670
/note=5' R region

671..745
/note=U5 region
746..1656

/note=MoMLV extended packaging signal (psi+)
747..764
/bound moiety=tRNA-Pro

805..829
/note=packaging stem-loop A
879..910
/note=packaging stem-loop B
911..953
/note=packaging stem-loop C
956..975

/note=packaging stem-loop D

<1222..1647

/gene=gag

<1222..1647

/gene=gag

/note=from Moloney murine leukemia virus
/codon_start=1

/product=Pr65 Gag polyprotein

/protein 1d=ABN09913.1

/db xref=GI:124365835

/translation=MGPGQTVTTPLSLTLGHWKDVERIAHNQSVDVKKRRWVTFCSAE

WPTFNVGWPRDGTFNRDLITQVKIKVFSPGPHGHPDQVPYIVITWEALAFDPPPWVKPF

CDs

CDS

CDS

misc_ feature
LTR

misc feature
misc feature
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rep origin
gene

CDS

VHPKPPPPLPPSAPSLPLEPPRSTPPRSSLYPALTPSLGA
2060..4024
/note=GFP-PEST-2A-HygroR
2909..2998

/note=FMDV 2A self-cleaving linker region
2999..4024

/note=Hygromycin

4025..4068

/note=MCS

4116..4708

/note=3' LTR

4116. .4564

/note=U3 region

4565..4633

/note=3' R region

4634 ..4708

/note=U5 region

5066..5778

/note=pMB1 ori (pUC)

complement (5843..6703)
/gene=bla

complement (5843..6703)
/gene=bla

/function=ampicillin resistance
/codon_start=1
/product=beta-lactamase
/protein 1d=ABN09912.1
/db_xref=GI:124365834



/translation=MSIQHFRVALIPFFAAFCLPVFAHPETLVKVKDAEDQLGARVGY

IELDLNSGKILESFRPEERFPMMSTFKVLLCGAVLSRIDAGQEQLGRRIHYSQONDLVE

YSPVTEKHLTDGMTVRELCSAAITMSDNTAANLLLTTIGGPKELTAFLHNMGDHVTRL

DRWEPELNEAIPNDERDTTMPVAMATTLRKLLTGELLTLASRQQLIDWMEADKVAGPL

LRSALPAGWFIADKSGAGERGSRGIIAALGPDGKPSRIVVIYTTGSQATMDERNRQIA
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GTTGAATACT
TCATGAGCGG
CATTTCCCCG
CAAATATATA

GCTGATCCCC
GCGCAGGCTC
GTGCACGCGG
ATTGACTGGA
TGGAGGCCGT
GAGCTTGCAG
TATCAGAGCT
GCAATCGTCC
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