>SciCA1(scl-CA1)

MFLLGCVGEVVSRVGGAWRAPLLIPCSRVAKSTSSGAQRPTVAFLRSASQANSRFFSTSTSKKSSDMSWSHRPSLGCADVTEWQKHFPAAAGKRQSPIDLTKGEYNEELAGKALQISYKEARECTLVNNGHSVQVNFKPSIGGLTGGPVTDNFEIAQYHFHWGAGDDKGSEHTVDGKYYPNELHLVHWNTSKFSSVSEAISEPNGLTVLGIFLEAGEENVELKKITDRFDKVKHCSQEIPIEDPICLKGLLPEDTKSFWSYDGSLTTPPCYESVNWIVFRKPITVSKEQLAAFRSLDEAKEGSDPEQHQALVDNYRPVCELNDRKLSTTFEE

>SciCA2(scl-CA2)

mitrlpavtavlamfvvcsmaHDPWNTDYTSQRGPLFWGQRPEFKMCGLGREQSPINIRRSSTIYQDFPPLAFELKSPIVHSNIENKGSATAAFPLSDIPILSGGPLGNRKYRVYNVHLHFGNYSFRAAEHAFDGVRTTGEFHIVTYDSRYPHIKAALGSGRRGALAVLGVMFEARNVSNIDMGVTNLIELSSNVTYKGDHYMTGIDFSNLVSEVDMGYYYAYNGSLTTPTCNEVVQWMVIDRIHYVLPETADLLLELKTGYRREHSIPIFGNTRPLQPLYGRKVLRSFGPVVTDVHDQGEEIVYSSADLVGPLGRVMLLALAAIATFVIKA

>SciCA3

mktafffaiavgmvaaasaaAKWSSSSRSPLGPQNWGSISGYELCGTGKSQSPININKASTTYKNHPALSFANGAGNIAFQMMNTGHAINALPSNPDGAPVLSGGPLGSATYRLYNIHIHFGNSTLKSSEHAFENTRTNGEFHIVTYKTTYGNISAAVGSGEAGALAVFGVLFDARNVSNTDSGITTFIDYASNLTYNGDSSTVSLPFPMMATTEDLKTFYTYSGSLTTPGCAEVVTWLVNDRIHYVTPDVMDQLAGLRSGNMSVPSYLLLDNTRPLQMLNGRVVERNFEAPSAASIVSVSLVSALVTIAASLKNL

>SciCA4

mkfiifmslavscsqvasQSWNYDPSSNIGPANWGNIPGFETCGTGTEQSPINIPTASAMYASYPPLNITSNATTDVYHLENVGDAPTGFAYGSSNTWFTGGPVGVTHYKLHSFHLHYGNSTYDGSEHAIDGMRTSAELDVVFYNGSYQNLNQALASGDRDAIAIIAVLFSPSDDISHAHPGVTPLLNFFSQLTYRGDQSAEQLNFQDILRPEDITTFYTYYGSNSHPACNEQVVWMVMSQIQYYPPTMINALSGLLSSNRSEPRVEQIGNTRPLQPLNSRMIFQNFHTESSGSGLMTVSLVALLLSFLAASF

>SciCA5

mevkiiivtslaiacvqaASPGSNWNYDESSNIGPANWGNIQGFEGCGTGTEQSPINIQASSATYRSYPPLNVTSNSSTGTFRLENDGIGPIGIPDASNINYLTGGPLGDRQYRLQNFHLHYGNSTYEASEHAFDNMRTSSEIHFVFYNNIYANISAALDSKDRDALAVIGILFSTSMNVSHAHPSIVSILNFFAPLTYPGDTTTEQLDFSTVLRPEDVSTFYTYNGSLTTPSCNEQVVWLVMSQIQYYPPTVIDSLSSLLTTNRTQPPVGIIGNTRPLQPLNSRTIYQNFQNPTMASTTSGSGLMNISLFVMLLSFIVASV

>SciCA6
mevvlllslcitavyaSGGSPQELWNYNPDSPLGPAGWGNISGFKTCGNGTDQSPINIPKASAAYMTYPALNVTSSPSNASFYFYANNDAAVRADHFDTTSVSITGGPLDSEQYSIDNFHIHFGNSTSMSSEHSVDGSRTAGELHVVFFNSKYSSLRKALASGDSDAEAVISILFNVASNASSAHPGLETILRHFSTLTYSAFGDIHSIDFATLLRPSDLTSFYTYKGSQATPGCNEQVIWMVMNQIQYVLPASLNSLSSGLNPVSGLPSAFIFGGNARPLQSLNDRTIYQNFPMTSGPPTVATSTAAPQ

>SciCA7

mellvllslaitttfaFDPSQQTWSYISSSNIGPASWGTLSGFETCGTGTEQSPINIPTASTDYQSYPPLNVTDSSSSAYFHFENNGAAAEADPEGTTVVYLTGGPLGSERYRIQNFHIHFGNSTFAASEHAVDGSRTAGELHVVFFKATYPNIADALASGDRDALAVIGMLFDVGSDASLAHPGLTTMLNHFSNLTYPGFSVVQSLDFATLLRPSDLTSFYTYEGSLTTPGCNEQVVWLVLSQVQYVLPASLDALSGLLCTSPTQTPAIPVFGNARPLQSLDVRRIFRNFQATTSGPNTTSSAPGQLKVSLFALFISVLAVCTHWM

>SciCA8

mqlaiatllstllvytsnaGSGGWDHDPTSMIGPKYWGNVSAICRDGRKQSPINIVPPSTIYQPYPALNLTVPEGNAVFKFGNGGHDVSGHPVVSSGGNILLRGGPLGAAYKFHNIHIHYGNKSMPASEHSVERARTTGELHAVFYNSSFTTLSDAAADNSSSAIAVIGIRFAAGLWVNESYYHAGLQSFFENVASLTYKGNETTHSFNMSDLLRPEDIDRFYTYEGSLTTPNCQETVQWLVMEKTQYVRSTLIDAISHFRSGNTLTSKLIIGNARPVQALNGRTIYRNFQIPQSEPSIAPSTWRTGNASASTTPVVSTATSGVAPIAAAPVVLTTTVLVFTFATLKN

>SciCA9_(L-CA)
mtrtgesvhlllfslvivtgisaEHAQLPCTEWSYADQDNWPDTHCTGNSQSGINIETISTAFHPDFSSLAIDTAESGVSVMLHNDGHHVVIRGNGLEVLGFLSGGPLYSDQTLFSIVEARFHFGVVVDGAVVRGSDHLVDGNSYAAELQFIAFNTMYPSMKVALTQPGAVAIVSVLFELGDASNNVDLNMFLDTVASEVTYEGNSFGLDGINLRQLLPLSISDYYTYSGSFSWPKCSEDVTWLVMSQTLPITLDQMNRLQGVFSTRRRQNPAIPMAGNTRQTQELNSRQIISSFPTSQAVSLGCNHQNEQISLGQTHEFFSPDASDPRSTRGGNDIIFLVDQSGSSRIRRLHSWLRQADFAGKLDTALTGLGFSNNQFGMVGFGQDQGGPATTIEVGGAGQLLGSAEDLQTAFQGLTSRGSREDGYAAIQLALRAYDLRPNAHCILLMLTDEGRDNLAEDLNYDLMVSELNSKKCVLHVAVHERFASGMRPHCGRRPFHRHAFGMDAEKHSIIKHSVEEFQVVPWAGYARLRSGNKNTHTAYVQLAWATGGSAFNVIEITDVGSADRVQAAATFSNILAQLRMRDLQRYSCQRCRCTFAGQVDCRRCDEDFPPQAVVVAEPATVFLGDSGTLRCIASGHPAPTIAWQRPDGSTNLPPGVTPSGSGDRLNIRSVTERNCFTCVADGGRLGENEAMGCVEVQGVIPVPELTQPQSTNTGGCATFTCTSSGYPEPRITLTVNSSDCVVSGNTVSCDNLQATACVTCNSENRLGSGEDTKCVNVFASCPGNIHHNSWRRQFSPDASIPADNMHLVIVFDESRTMLTERGALPDIITGLDTALMAAGFGVSIENKYSLVGFAGSAAPGGKYIPVGNGICGGAAEVGALASTLGRDGRTEDGYSGINVALQDATQCDTGPNSQLMILIMTDEDRDVLRGVGESFTYSTIVQSLRTANARFSAIVKQQYRNFVTGQDAYGLDSKGQTFIIAGGGQEFELTPPGTGGPIRDSGFGTTEQDYVELAQDTGGCVFDVLSVRNAGRRPGFLAALSACLSEQLSAERVRPLCQECLCNSGELQCNNLPRITDRAQCTSPSDVNLGVSVRSDPPFAVDNQQMTLFCESSNERAVAEWVPHPIDAFQIGRDLHLSACAAKSAPSYMCVLRTGDGQDSDSISVGL

>LcoCA1 (scl-CA1)
MAWSHRPSTGCADVSEWQKHFPHAAGKQQSPIDLTKGEYSKDLASKPLKLEYKDARECSMVNNGHSVQVNFKPAVGGVTGGPVTDNFELAQYHFHWGAGDDKGSEHTVDGKFYPNELHLVHWNTSKFSSVGDAISEPNGLTVLGIFLEVGEENVELKKITDHFDKVKHAGQEFDLVDPICIKGLLPSDTKSLWSYDGSLTTPPCYESVNWIVFKKPLSVSKEQLAAFRSLSETKQDADPEKQENLVDNYRPVCPLNDRKLRTTFK
>LcoCA2
mkvsfailllcevaavlvsaQWSYNEANGDGPSMWGSNPAYYTCGNGTSQTPIDIVQSTTTYMSYPTLQFMNNSDPVRFRLMNDGHGIAALRMTSSNNGNPILMGGPLGTDTYRIYNYHIHFGNSTFVAAEHAFDGYRTTGELHVVTYNTKFANIGLAVGSGERNALAVVGILFNATASTPSPTNPILDSMISDAANLTYKDDGIDIAIDFRQLVPNTDLRNYYTYSGSLTTPGCAEVVTWLVMSGTVQITNQQIQSLSSLVSGTQASNNTYPLYGNTRPLQMLNGRPVMRSFMLSSACHLSASFSILAAISAFLVLFL
>LcoCA3 (scl-CA2)

masiigaicvlsamlavasgAGKSPPWNYDDRTQYGPSNWGNHPTTAACKDGTTQSPININKLSTSYRRGLPPLRFDFTNNNVAWKLRNDGHALSALPVNPYKAPTLSGGPLGNSIYRVYNYHLHFGSEYMPASEHSFNDRRTTGELHVVTYNTRYASIGDAIASKDFNALAVVGTLFHISDSQISHPGLLSTLFYSNNLTSPNDAAVVTVPMNNLVTNEIMEKYYMYPGSLTTPGCAETVQWLVLDTVAYVPTASIRDVTDLRSKQIGSLPIAPIFGNTRPLQALNSRVVTRNFQLGFSQESSAAQFSASLALLVAAALTVLMAL
>LcoCA4_translation

mkglcvmaivaliglqtatgYTRQDLSCGGRMDYSKPVCHNIPKHAHKKCDVYNQWSHHLFGTSQKCWGKLNPACRGMRQSPININEHKVEPNHNYGDLCITGPHHLKVHIHNTGHDLQAKLDESSSRATLVTGGPLGNKKYRVLQFHFHFASHPGGKGSEHSINCHFSDIEMHIVLQNVAYGSFDVAKDHRDGLSVIAVMLSEDVRPNTVSNAMRNNPSWSQYYINTLIYYASLRKHCDLHEVPGNTRFSLFHLLPSDYARNYYAYGGSLTTPPCSESVSWIIMRTRFHINRYHLNLLKDVSLLSRYHRGFEPMSQNKRNLQLLNNRKVYYPAGHGRCPSRG
>LcoCA5_translation

GSNQPCWGQLDCSCNGLRQSPINIPRRVEVDASLPDLCMDQSSTWLSGTIGNNGHSITAKLSPGGVQGSSAFGGPLKGTFKIEQFHFHFASSGYGSEHAIRGQKAAAEMHIVMFNKRYRNVAEALKHCQGLAVVGVLLSSDRRHADARNAWGEDPHNTQRFWIQLIQELSQHRTCRHDNRWTSINKRLKQLLPANYHRDYYTYEGSLTTPPCTESVQWIVMKKPFYVPARYFRALGAIQDSHHHRMSGNRRNIQDLNGRKVRQPTSSNRSPSCPRRRSWEN
>LcoCA6_translation L-CA

mgltgasylllfsaafsgfcgiygKNQDSCEDWSYRDQENWPAQCYKSPIDINRAQASFHPNFSPLAIDTASVNTIIANNGKHIVIHGGDDHQVLGFLSGGPLFSETALYGIVEARFHFGLRIDGRSMGGSDHTISGKSYDAELQFIAYNTMYPNVEVALLQPNGIAIVSVLFEEGERTDNLDLNMFLDMAASEVKFHGNDFSLDGINLRQLLPDNIGEYFTYNGSFTWPRCSDPVNWIVMSNTMTITAEQLSNLQGVYSTRRGQSPEEPMAMNTREIQDHPDNIGRAVVASFPAGRAVVLDCTHEREQIPLGHTRQFSTPDTSDPRSSRAGNDIIFIVDQSGSSRVRRLHRWLKDTEFPMKLDAAFNDNGFENNRFGLVGFGHDLSGQASTIPVGQGGQLIGSAADLQRAMQGLISRGNREDGYAAIQLALRAYDFRPDAHTILMLMTDEGRDALAPDLDRAAMETILVDGKTTLHAVLHEHFRSGMRSGCRPRHRGHDHALGMGPMKHAFLRHAGADFEVAPWLGYPRLRSAHTNTHDAYTELAWSSGGGVFDILSVVNSGTQDRNNVANSLSNMFAQMRLWDFQRFNCQRCTCKFSAEVECSRCDEDFPPQAVVEAAPTVFLGEAAQLRCVASGHPPPGVAWQQTDGSSQLPSGVTVEGDTLRIASVTQRNCFTCVASGGRQGERESTGCVEVQGVIPEPVVSQPSPINAGASAQFTCTSTGYPEPELAFETDNDNCVADGTTVTCSNLQRRTCVTCVSSNRLGSGSDTQCVDVYASCEGGVRHNSCRRRFTPDASIPADNIHLVVLFDESRTMLNERAALGRIVAGIDDTLRSAGFGVNIDNKFSLVGFAGSSAPQGRSISVAGGVCGSPTELEAATNALSEDGRTEDGYSAIDVALSTVTGCDTGPNSQLVLMLFTDEDRDTLRGFGESITFDSTLQSLQAANARFVAVVKQEYRDTPARRSAYGLDSLGKAFVVTDGGASFEVSASGSPVRDSGYGTTERDYVDLARQTGGAFFNTLVIRDEGRLAGFIAAVAFSLSEQLASERVRPLCQECCCSNGSPNCTNMPRITAQAACMSPPAVELSTSVSSTPSFAMHAEEMTLFCGGDNENAITQWEPHPVEAFQTGSQLHFASYTRAASTTFVCTQRIDNGMDSGSLTLDAALGALGK

