(A) H'/K"-ATPase B subunit

HKB-F —» HKB-aF —p
atggccgccttgadqqaqaaqaqqacctqtngcagcgatgtgaagactttggccgtttt
M A A L K E K R T C G Q R C E D F G R F

gtctggaactcagacaatgggacatttatggggaggacaccagtgaaatggé&gtacatc

v w N S D N G T F M G R T P V K W V Y I
<+——HKB-aR

agdttqtattacttqchttcﬂacgtggtgatgacgggccttttttgtttggccatctat
s L vy Yy L A F Yy V V M T G L F C L A I Y

gtgctcatgtacaccttggatccgtacgcgcctgactaccaagaccggctaaaatcgceca
v . M vy T L D P Y A P D Y O D R L K S P

g%ggtgatggtgtggccggacacttatggagaggagaaagttgaaatcaactacaacaca
G vM™vM V W P D T Y G E E K V E I N Y N T

tcagacaagtgcagctggatgaagatgaccaacatccttaataagttcctggagé%ctat
s b K C S wM™M K M TN I L N K F L E P Y

aatgacactgcacaacacgaatgttacaaccataactgcaccaagggaaagtactacatc
N D T A Q H E C Y N H N g T K G K Y Y I

cagaacaccttctctgcccecctgaccacacaaagtgggcatgttceccttcaccaaaagcatg
o N T F S A P D H T K W A g s F T K S M

ctgggaccctgctcaggacacgaggacccgacctttggctacaactgcagcatgeccgtgt
L G p s ¢ H®HEDUPTT FGYNTCSMZPJ

gtcgtgattaagatgaacagd&tcatcaactttttgccaactaatgaaactgagcctccc

v v Il K M N R I I N F L P T N E T E P P

ccatatgtcaactgtacgatactggaaggacatgacaatgtggacaaaatggagtatttc
P Y V N g T I L E G H D N V D K M E Y F

cctgaaggggggattatggatcgctcctactttccttattatggaaaacaggcaca&%ct
P E 6 6 I M DR S Y F P Y Y G K Q A Q P

atgtatgtcaacccgttggtggccgttcecgtttccacctggtcggagagaggtcggccaag
M Y v N P L V A V R F H L V G E R S A K

atccagtgcagagtggtctcccaccagatcagctaccaaaactaccacgacccctacgag
I 0 g R vv s H o I s Y O N Y H D P Y E
<+—HKB-R

ggaaaagtcgacttttccctgaaagcagtgaaataa 876
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(B) H'/K"-ATPase o subunit

HKA-F—»
gtctggactgtgctttgctggtctcatctcgatgattgacccceccgagagccaccgtaccee
s G L ¢ ¥ A G L I s M I D P P R A T V P

gacgcagtgatgaaatgtcgtactgctggcatccgdﬁtcgtcatggtgactggagaccat
b AV M K C R T A G I RV V M V T G D H
HKA-gF—»
ccaatcacagcgagggcaatcgqagccaatgttggcatcatcthgaaggcagtgaaaca
P I T A R A I A A NV G I I S E G S E T

gtggaagatatcgcccagaggaagcgcattcctgtggaacaagtcaacadﬁagggacgcc

v E D I A Q R K R I P V E Q V N K R D A
<+——HKA-gR

cgtgcttgtgtgatcagcggtggtcagctgaaagacatgagdagtgaggagttggatgac|

R A C VI s 6 G Q L K b M S S E E L D D

[]ccctgaggaaccaccccgagatggtgtttgcaagaacctcacctcagcagaaactgatc
AL R N H P E MV F A R T s P O O K L I

attgtggagagctgtcagcgtctd@gctccatcgtcgctgttacaggtgatggagtgaac
I v E s ¢ 9 R L G s I VvV A V T G (@ G V N

gactcgccggctctcaagaaggccgacattggcattgccatggggatcgeccggttcagat
® s P AL K K A DI G I A M G I A G S D

gctgccaagaacgctgctgacatgatcctgttggacgacaacttcgecttccatecgtcacce
A A K NAADMTI L L D DN F A s I V T

ggagtggagcagé&ccgtcttatctttgacaacctgaagaagtctatcgcctacacgctg
G vV E 0 G R L I F D N L K K S I A Y T L

accaaaaatattccggagctgactccatgtctggtctacatcaccgtcagecgtgectett
T K N~ I P E L T P C L Vv Y I T V S V P L

cctctcggctgcatcactatcctcttcatcgaactggccactgacatSQacccctctgtc
P L 6 ¢ 1 T I L * I E L A T D I Y P S V

tctctggcctatgagaaagcagagagtgacatcatgaacctgaagcccaggaaccctegt
s L A Y E K A E S D I M N L K P R N P R

cgtgataggctggtaaacgaacccctggctgcgtactcgtactttcagataé%agccatc

R bR L VN E P L A A Y S Y F O I G A I
<4+—HKA-R
cagtcttttgcaggttttacagattatttctcagcgatggcccaggagggetggttececeg

s ¥ A G F T D Y F S A M A Q E G W F P

ctgttgtgecg 911
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(C) Pepsinogen A2:

PepA2-F—» v
atgaagtggctcgttgttctctctgceccttgtggectttecteccgagtgecteccataggate
M K w L Vv v L S A L V A F S E C L H R I

cccctgatcaaggggaagactgccaggcaagacctgcaggagaaaggactatgggaggag
P L I K 6 K T A R 0 D L QQ E K G L W E E

tacaggaaacagcacccatacaacccaatggccaagttcatccagagtggaactgagtcc
Yy R K Q H P ¥Y NP M A K F I O S G T E S

atgactaatgatgctgag%tgtcctactatggtgtgatctccatcggcacccctcctcag
M T N D A D L S Y Y G V I s I G T P P 0O

tccttcaccgtcatctttgacacgggctcectccaacctgtgggteccecctceccatcectactge
s ¥ T V I ¥ D T G S S N L W V P S I Y g

tccagccaggcctgt&gcaaccacaagaaattcatcccccagcagtcctccaccttcaaa
S S Q A g D N H K K F I P O O S S T F K

tggggcagccagcctctgtccatccagtatggcactggcagcatgactggacgtctggece
w 6 S ¢ p L S I 0 Y G T G s M T G R L A

actgacactgttgad%tgggcggcctcactgtgaccaatcaggtgtttggaatcagccag
T b T v E V G G L T v T N Q V F G I S 0O

acagaggctcccttcatggcccacatgaaggctgatggcatcctgggtctggecttceccag
T E A P F M A H M K A DG I L G L A F Q

accatcgcttcggacaacgtcgtgcccgtcttcgataacatgatcagtcagaaccttgtyg
T I A s D N V V P V F D N M I S Q N L V

tcccagcccatgttctccgtctacctgagca&%aaaagtcagcagggaagtgaggtggtc

s ¢ Pp M F S V Y L S S K S Q @ G S E VvV V
PepA2-qF—»

ttcggtggﬂtacgatgccaaccacttcdctggtcaaatcagctggatccctctgacctct
¥F 6 G Y bA N HVF T G 0 I s W I P L T S

gccacctattggcagatcaagatggaca&%gttaccatcaacggacagaccgtggcctgc

AT Yy w @ I K M D s v T I N G O T V A g
<4—— PepA2-gR
tccggangctgccaggccatcatcgacaccggcadctccctgatcgctggcccatdcagt

S G X E A I I D T G T S L I A G P S S

gacatcagcaacatgaattcctgggttggagcctcaaccaaccagtacggagad&ctaca

p I S N M N S W V G A S T N Q Y G E A T

gtgaactgccagaacatccagagcatgcctgatgtcaccttcactctcgatggaaaggcec
V. N g N I 0 s M pPp D V T F T L D G K A

ttcaccatccccgcatctgcctacgtctctca&ggctactatggttgcagcactggcttt
¥ T I P A S A Y V S O S Y Y G g s T G F

ggtcagggtggctctaacctctggatcctgggagacgtcttcatcagggagtactacgec

G 9 6 G s NL W I L G D V F I R E Y Y A
<4— PepA2-R

gtctttgatgccccatccaagtacattggtctggccaagtccgtgtaa 1128
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(D) Na*/K"-ATPase o. subunit

NaKA-F / NaKA-gF—»
btgaaggcaacgagactgthgaggacatcgctgcccgcctgaacgtcccagtgtcagaggtc 62
E G N E T V E D I A A R L N V P V S E V 20

aaccccaé@gatgccaaggcctgcgtcgtgcacggcggcgagctgaaagaaatgaccgag 122
N P R DA KA CV V HG G E L K E M T E 40

<+— NaKA-gR
gagcacctcgacgatatcctgaagtaccacaccgadatcgtcttcgccagaacctcdcct 182

E H L D DI L K Y H T E I V F A R T S P 60
cagcagaagctgattattgtggagggttgccagagacaé@gcgccatcgtggccgtgaca 242
¢ K L I I VE G C QO R O G A I VvV A V T 80
ggtgacggcgtgaacgactctcctgctcecttaaaaaggccgacatcggegttgceccatggge 302
G ® G v N s P AL K KA ADTI GV A MG 100
atcgctggatctgacgtctccaagcaggccgctgacatgatcctgctggacgacaacttt 362
I A G S bvVvsS K oo AADMTI L L D D N F 120
gcctccatcgttaccggcgtggaagaangcgtctgatctttgacaacttgaagaagtcc 422
A S I v T G VvV E E GG R L I F D N L K K S 140
atcgcctacactctgaccagtaacatccccgagatctcacccttectettettecatecate 482
I A Y T L T s N I P E I s P F L F F I I 160
gccaacatccctctgcecceccecctgggaaccgtcaccatcectcectgtatcgacctgggaaccgac 542
AN I P L P L G T V T I L C I D L G T D 180
at@@tccctgccatctccctggcttatgaagaagccgagagcgacatcatgaagaggcag 602
M Vv P A I S L A Y E E A E S D I M K R 0O 200
cccagaaaccccaaaacggacaaactggtgaacgagaggctcatcagcatcgectacgga 662
P R N P K T D K L VvV N E R L I S I A Y G 220

<+— NaKA-R

cagatcd@tatgatgcaggccacagctggcttcttcacatatttcgtcatcc 714
o I 66 M M O A T A G F F T Y F VvV I 237



